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s0lid0078 20110412 FRAG_BC_WHITE_WHITE_F3_QV_SE

trimmed assembly summary report

1.1 Nucleotide distribution

Nucleotide Count Frequency
Adenine (A) 448,858 27.7%
Cytosine (C) 356,127 21.9%
Guanine (G) 360,805 22.2%
Thymine (T) 457,087 28.2%
1.2 Contig measurements
Length

N75 239
N50 284
N25 377
Minimum 200
Maximum 1,378
Average 296
Count 5,490




Length

Total

1,622,877

Number of contigs
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Contig length distribution
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1.3 Accumulated contig lengths

Contig length sum [kb]
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