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1. Summary de novo report

1.1 Nucleotide distribution

Nucleotide Count Frequency
Adenine (A) 37,517,782 27.6%
Cytosine (C) 30,027,482 22.1%
Guanine (G) 30,093,710 22.2%
Thymine (T) 37,429,147 27.6%
Any nucleotide (N) 754,880 0.6%
1.2 Contig measurements (including scaffolded regions)
Length

N75 843
N50 1,478
N25 2,398
Minimum 400
Maximum 22,122
Average 1,162
Count 116,923




Length

Total 135,823,001
Contig length distribution
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1.3 Contig measurements (excluding scaffolded regions)
Length
N75 739
N50 1,350
N25 2,211
Minimum 1
Maximum 22,122
Average 969
Count 139,195




Length

Total

134,946,513

Contig length distribution

Number of contigs
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1.4 Accumulated contig lengths

Contig length sum [kb]
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