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Finishing up...
This can take a while if your experiment had local basecalling enabled
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advancing to group 3
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advancing to group 2
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Starting Sequencing
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Reached target temperature
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waiting for temperature to be within
acceptable bounds

 21 hours ago

Experimental Parameters Complete
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Finished Mux Scan
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Group 4 has 4 active channels
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Group 3 has 56 active channels
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Group 2 has 199 active channels
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Group 1 has 373 active channels
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a total of 632 wells have been selected
and split into the following groups
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group 4 has 20 active single pores
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Finished Platform QC
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group 3 has 106 active single pores
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group 2 has 281 active single pores
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A total of 828 single pores were
detected, these have been split into 4
groups as follows
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group 1 has 421 active single pores
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Run Statistics
READS: 302.87 K  ESTIMATED BASES: 1.45 GB 

Basecall Statistics
QUEUED: 34% CALLED: 66% BASES: 878.35 MB  SKIPPED READS: 8.27 K
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