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READS: 302.87 K ESTIMATED BASES: 1.45 GB QUEUED: 34% CALLED: 66% BASES: 878.35 MB SKIPPED READS: 8.27 K

Experiment group A4 _G2_DNA_run2 Sample ID A4 G2 DNA run2 Flow cell ID FAJ18494 Flow cell product code FLO-MIN106 KitID SQK-LSK109 Current output directory /reads/reads > Messages

B8  Device

Finishing up... o

This can take a while if your experiment had local basecalling enabled MN25664 5 hours ago

Stop run [ ] Export PDF Report ~ 4 .
O advancing to group 2

MN25664 13 hours ago

D Uty TI me €  starting Sequencing

Filter

advancing to group 3

Summary of channel states over time MN25664 21 hours ago
Bucket size (minutes)
100 €  Reached target temperature
. 30 MN25664 21 hours ago

80 - Auto scale bucket size €  waiting for temperature to be within
acceptable bounds

Display channels proportionately g 21 hours ago

O Experimental Parameters Complete

MN25664 21 hours ago

0 Setting Experimental Parameters

MN25664 21 hours ago

State Time Equivalent (%)

ﬂ calibration finished successfully

MN25664 21 hours ago

0 Starting Calibration

MN25664 21 hours ago

0 Experimental Parameters Complete

‘ Sequencing ‘ Pore . Recovering Inactive . Unclassified MN25664 21 hours ago

More + 0 Finished Mux Scan

MN25664 21 hours ago

CumUIative Th roughput O Group 4 has 4 active channels

) MN25664 21 hours ago
Throughput of run over time

350 K ® 10tal Reads ©  Group 3 has 56 active channels

@ Called Passed Reads MN25664 21 hours ago
@ Calied Failed Reads
@ Called Skipped Reads

300 K+
0 Group 2 has 199 active channels

250 K- MN25664 21 hours ago
§ 200 K+ 0 Group 1 has 373 active channels
& MN25664 21 hours ago
150 K+
0 a total of 632 wells have been selected
100 K4 and split into the following groups
MN25664 21 hours ago
50 K+
0 Processing Mux 4
T T T T T T T T T T T T 1 MN25664 21 hours ago
1h40m 3h20m 5h  6h40m 8h20m 10h 11h40m13h 20m 15h 16h 40m18h20m 20h 21h 40m
Time €  advancing to group 4
MN25664 21 hours ago
Read Length Histogram @ Prosessing uxs
g o g MN25664 21 hours ago
Summary read length distribution
ﬂ advancing to group 3
MN25664 21 hours ago
] €  Processing Mux 2
140 MB MN25664 21 hours ago
@ 120 MB + 0 advancing to group 2
§ 100 MB - MN25664 21 hours ago
ks
..g 80 MB ﬂ Processing Mux 1
.ﬁ MN25664 21 hours ago
w60 MB
g €  Starting Mux Scan
40 MB MN25664 21 hours ago
20 M8 IIII €  Reached target temperature
0B II..II---_-_---I.II----__,___,, _ _ _ _ MN25664 21 hours ago

0B 16.2 KB 32.4 KB 48.6 KB 64.8 KB 81 KB 97.2 KB 113.4 KB 129.6 KB

Estimated Read Length in Bases €  waiting for temperature to be within
acceptable bounds
Bucket Width (B) | 1620(B) 4 R 2 hours ago

0 Experimental Parameters Complete

Baseca” MN25664 21 hours ago

Heatmap of read length vs basecall quality score @  Setting Experimental Parameters

MN25664 21 hours ago
Quality Score [4,20]

20,000
1 . L
18:888 0 calibration finished successfully
6 14 16 18 20
=] ! ! ! MN25664 21 hours ago
0 Starting Calibration
MN25664 21 hours ago
(o) Experimental Parameters Complete
o)
o
,2 MN25664 21 hours ago
o,
= 20,000 —
§ €  group 4 has 20 active single pores
©
L 25,000 - MN25664 1 day ago
o]
3
C 30,000 — € Finished Platform QC
?
©
MN25664 1 d
@ 35000 - ey ado
roup 3 has 106 active single pores
40000 O gow glep
MN25664 1 day ago
45,000 —
€  group 2 has 281 active single pores
50,000 = MN25664 1 day ago
58,000 7 O A total of 828 single pores were
detected, these have been split into 4
60,000 — groups as follows
65,000 — MN25664 1 day ago
70,000 €  group 1 has 421 active single pores

MN25664 1 day ago



